
Journal of

Plankton Research academic.oup.com/plankt

J. Plankton Res. (2018) 40(4): 391–406. First published online May 29, 2018 doi:10.1093/plankt/fby018

Shift towards larger diatoms in a natural
phytoplankton assemblage under
combined high-CO2 and warming
conditions

SCARLETT SETT1*, KAI G. SCHULZ2, LENNART T. BACH1 AND ULF RIEBESELL1


GEOMAR HELMHOLTZ CENTRE FOR OCEAN RESEARCH KIEL, DÜSTERNBROOKER WEG ,  KIEL, GERMANY AND


CENTRE FOR COASTAL

BIOGEOCHEMISTRY, SCHOOL OF ENVIRONMENT, SCIENCE AND ENGINEERING, SOUTHERN CROSS UNIVERSITY, P.O. BOX , LISMORE, NSW , AUSTRALIA

*CORRESPONDING AUTHOR: ssett@ifam.uni kiel.de

Received December 22, 2017; editorial decision May 3, 2018; accepted May 7, 2018

Corresponding editor: Roger Harris

An indoor mesocosm experiment was carried out to investigate the combined effects of ocean acidification and
warming on the species composition and biogeochemical element cycling during a winter/spring bloom with a nat-
ural phytoplankton assemblage from the Kiel fjord, Germany. The experimental setup consisted of a “Control”
(ambient temperature of ~4.8 °C and ~535 ± 25 μatm pCO2), a “High-CO2” treatment (ambient temperature and
initially 1020 ± 45 μatm pCO2) and a “Greenhouse” treatment (~8.5 °C and initially 990 ± 60 μatm pCO2).
Nutrient replete conditions prevailed at the beginning of the experiment and light was provided at in situ levels
upon reaching pCO2 target levels. A diatom-dominated bloom developed in all treatments with Skeletonema costatum

as the dominant species but with an increased abundance and biomass contribution of larger diatom species in the
Greenhouse treatment. Conditions in the Greenhouse treatment accelerated bloom development with faster utiliza-
tion of inorganic nutrients and an earlier peak in phytoplankton biomass compared to the Control and High CO2

but no difference in maximum concentration of particulate organic matter (POM) between treatments. Loss of
POM in the Greenhouse treatment, however, was twice as high as in the Control and High CO2 treatment at the
end of the experiment, most likely due to an increased proportion of larger diatom species in that treatment. We
hypothesize that the combination of warming and acidification can induce shifts in diatom species composition with
potential feedbacks on biogeochemical element cycling.
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INTRODUCTION

Climate change, driven primarily by anthropogenic util-
ization of fossil fuels over the past 250 years, is changing
sea surface temperatures (i.e. ocean warming) and sea-
water carbonate chemistry (i.e. ocean acidification). The
IPCC 2014 projects an additional increase in sea surface
temperature of 1–6 °C and a decrease in surface pH of
~0.3 units by the end of this century (Field et al., 2014).
Both of these environmental drivers are expected to
affect marine primary producers (Riebesell and Tortell,
2011; Boyd and Brown, 2015) with potential conse-
quences for marine biogeochemical element cycling in
the future ocean (Riebesell et al., 2009; Gehlen et al.,
2011; Rees, 2012).

Indirect effects of warming are expected through
enhanced stratification of the water column and conse-
quent alteration of nutrient supply and light availability,
potentially affecting growth at the base of the marine
food web and modulating energy transfer to higher
trophic levels (Chust et al., 2014). Below optimum tem-
peratures for maximum metabolic rates (Boyd et al.,
2013), one of the direct effects of warming is the enhance-
ment of metabolic activities (Eppley, 1972) which is con-
sidered to be more pronounced in heterotrophs than
autotrophs (Pomeroy and Wiebe, 2001). Numerous
laboratory and mesocosm-based experiments have been
carried out to examine the effects of warming on natural
plankton communities and some of the most common
and recurrent patterns observed were increased primary
production (PP) (Lewandowska et al., 2012), shifts in spe-
cies composition (Sommer et al., 2007; Lassen et al., 2010),
shifts in the partitioning of organic matter into dissolved
and particulate pools (Wohlers et al., 2009) and decreased
biomass build-up (Keller et al., 1999; Sommer and
Lengfellner, 2008a; O’Connor et al., 2009; Lassen et al.,
2010; Wohlers-Zöllner et al., 2012; Biermann et al., 2014)
with one exception (Taucher et al., 2012). Taucher et al.
(2012) suggested that the enhanced biomass build-up with
warming during their experiments, contradictory to previ-
ous results, was most likely due to differences in the
phytoplankton community composition.

In addition to warming, ocean acidification is also
expected to affect marine ecosystems in the upcoming
decades (Riebesell and Tortell, 2011). While studies look-
ing at the effects of ocean acidification on natural phyto-
plankton communities have shown that there can be a
fertilizing effect of increasing CO2 on PP (Hein and Sand-
Jensen, 1997; Schippers et al., 2004; Tortell et al., 2008;
Egge et al., 2009; Engel et al., 2013) others pointed towards
a negative effect of rising proton (H+) concentration par-
ticularly on calcifying phytoplankton (Kottmeier et al.,
2014; Bach, 2015). At the community level, shifts in

species composition were observed in some studies
(Tortell et al., 2002, 2008) with higher CO2 concentrations
benefiting diatoms (Tortell et al., 2008; Feng et al., 2009;
Yoshimura et al., 2013). Most importantly, shifts in phyto-
plankton composition could affect the partitioning of
organic carbon into the dissolved and particulate pools
(Engel et al., 2005; Riebesell et al., 2007; Bellerby et al.,
2008; Kim et al., 2011) which could have consequences
for the export of organic carbon and CO2 sequestration
through the biological carbon pump in the future. Ocean
acidification and warming are two processes expected to
occur simultaneously and thus their effects on natural
phytoplankton communities should ideally be studied in
combination (Hare et al., 2007; Feng et al., 2009; Kim
et al., 2011; Paul et al., 2015; Riebesell and Gattuso, 2015).
By means of an indoor mesocosm experiment, we

were able to follow the temporal development of a
spring bloom containing a natural phytoplankton assem-
blage of a coastal eutrophic area in the Kiel Bight under
control, ocean acidification (i.e. “High CO2”) and com-
bined acidification and warming (i.e. “Greenhouse”)
conditions. The increases in temperature and pCO2

applied in our experiment are within the range expected
by the end of this century as projected by the IPCC
2014 (Field et al., 2014).

MATERIALS AND METHODS

Experimental setup

The indoor mesocosm experiment was carried out
between 12 January and 24 February 2012 at the
GEOMAR Helmholtz Centre for Ocean Research Kiel.
Six mesocosms (see end of section for details) with a vol-
ume of 1400 L each (1.5 m diameter, 1 m depth) were set
up in temperature controlled rooms and filled simultan-
eously with seawater from Kiel Bight containing a repre-
sentative late winter/early spring plankton community of
bacteria, phytoplankton and microzooplankton. Although
mesozooplankton was present in the water column at this
time of year, most of it was probably trapped on the
fine-sand filter collecting large detritus particles before
filling the mesocosms. Dissolved inorganic nutrients at
the beginning of the experiment were naturally available
and therefore not manipulated. Each mesocosm had a
computer-controlled light system equipped with full
spectrum light bulbs (10 solar tropic T5 Ultra, 4000K, 2
solar nature T5 Ultra, 9000K, JBL) covering the full
natural spectrum of photosynthetically active radiation
(PAR: 400–700 nm). The light programme allowed for
simulation of a daily triangular light curve with maximum
light intensity (170–200 μmol photons m−2 s−1 at the



JOURNAL OF PLANKTON RESEARCH j VOLUME  j NUMBER  j PAGES – j 



surface) around noon (Brock, 1981) and a daily light dose
increasing over time. Light was provided at conditions
representing the mean of a mixed water column of
~10m depth. Each mesocosm was equipped with a
slowly rotating propeller which ensured gentle mixing
throughout the experiment, allowing small particles to
remain in suspension and bigger particles to sink through
the water column (Sommer et al., 2007). Mesocosms were
set up in duplicates with the following treatments:
“Control” (initial in situ temperature of 4.8 ± 0.3 °C and
initial in situ pCO2 of 535 ± 25 μatm), “High CO2” treat-
ment (initial temperature of 5.4 ± 0.3 °C and initially
1020 ± 45 μatm pCO2) and “Greenhouse” treatment
(8.5 ± 0.4 °C and initially 990 ± 60 μatm pCO2).
Elevated temperature and CO2 scenarios were chosen
according to IPCC 2014 projections for the end of this
century (Field et al., 2014).
Temperature and salinity were measured every sam-

pling day with a combined conductivity and temperature
probe (WTW Germany). Samples for biogeochemical
parameters and phytoplankton analysis were taken daily
at 9 a.m. during the bloom period (Days 12–20) and
every other day otherwise. Samples were taken from an
intermediate depth (0.5 m below surface) either with a
membrane pump directly into measuring vials or with a
silicone tube by gravity into sample canisters. The canis-
ters were gently mixed before any subsampling took
place to ensure representative homogenous samples.
Low replication in the experimental setup (i.e. dupli-

cates instead of triplicates per treatment) prevented us
from conducting statistical analysis on our data. The
low replication stemmed from unforeseen technical
issues (i.e. propellers and light system failing) that,
although immediately addressed during the experiment,
could not be solved. The unbalanced design of the
experiment (i.e. lack of a warming alone treatment) was
due to logistical constraints of the available infrastruc-
ture. In view of this, we have applied a rather conserva-
tive approach in our data interpretation, remaining
mostly descriptive and pointing out treatment effects
only in cases where differences among treatments are
rather obvious (i.e. no overlapping standard deviation).
Nonetheless, we still believe our results provide valuable
information about changes in community composition
due to changing environmental conditions.

Temperature and CO2 manipulations

Target temperature for the Greenhouse treatment (i.e.
+4 °C above in situ conditions) was attained within 12
hrs after filling the mesocosms and remained constant
throughout the experiment. For the CO2 manipulation,

25 L of seawater (same water used for filling the meso-
cosms) were aerated with pure CO2 (99.99%) for
~24 hrs before the manipulation. The CO2-saturated
seawater was used to manipulate total dissolved inor-
ganic carbon (DIC) in the High CO2 and Greenhouse
treatments while leaving total alkalinity (TA) unaffected.
The CO2-saturated seawater was added to the meso-
cosms at an intermediate depth with a silicone tube and
the manipulation performed gradually over 2 days to
avoid rapid changes and acute stress for the plankton
community. During the CO2 manipulation, in all meso-
cosms, light conditions during the day were kept at 10%
(17–20 μmol photons m−2 s−1) of the maximum surface
irradiance to acclimate to the new carbonate chemistry
conditions. Once target CO2 levels were attained
(Experiment day 3), the regular daily light regime was
started. Transparent floating lids (polyethylene, 0.3 mm
thick) were placed on the water surface for the duration
of the experiment to minimize gas exchange with the
atmosphere. A gas tracer (N2O) was used to estimate
gas exchange fluxes (Czerny et al., 2013). Assuming that
mesocosms in the same treatment behaved similarly in
terms of gas exchange fluxes, N2O was only added to
one mesocosm per treatment and any corrections (see
below) were applied also to the replicate mesocosm.

Carbonate chemistry

DIC samples were sterile filtered (0.2 μm) with a mem-
brane pump at a flow rate of ~50mLmin−1 into 50mL
Schott Duran bottles with overflow and measured immedi-
ately using an infrared detection method for CO2

(AIRICA-automated infrared inorganic carbon analyzer)
with ~2 μmol kg−1 precision. N2O was used as a gas tracer
to estimate air/water gas exchange of CO2 and the esti-
mated loss/gain in CO2 was used to calculate the biologic-
ally driven changes (i.e. photosynthesis and respiration) on
DIC concentrations (i.e. DICbio). DIC concentrations pre-
sented in this study are therefore representative for bio-
logical consumption, unless stated otherwise.

Samples for TA were filtered through GF/F filters
and measured within 2 days in a Metrohm Basic Titrino
794 titration device according to Dickson et al. (2003).
Measurements for TA and DIC were corrected with
certified reference material (Dickson et al., 2003).
Calculation for carbonate chemistry speciation was car-
ried out with the programme CO2SYS (Lewis and
Wallace, 1998) from measured DIC, TA, temperature,
salinity and nutrients (i.e. PO4 and Si(OH)4), using the
dissociation constants by Mehrbach et al. (1973) as refit-
ted by Dickson and Millero (1987).



S. SETT ET AL. j SHIFT TOWARDS LARGER DIATOMS IN A NATURAL PHYTOPLANKTON ASSEMBLAGE



Biological and chemical analyses

Dissolved inorganic nutrients nitrate (NO3
−), phosphate

(PO4
3−) and silicic acid (Si(OH)4) as well as dissolved

organic carbon (DOC), nitrogen (DON) and phosphorus
(DOP) were filtered through pre-combusted (450 °C,
6 hrs) GF/F filters with a membrane pump at a rate of
~100mLmin−1 directly into vials. Except for DOC sam-
ples, which were fixed with 85% phosphoric acid (0.5%
v/v final concentration) and refrigerated, all samples were
frozen at −20 °C until analysis. Nutrients were measured
on a segmented flow autoanalyzer (SEAL QuAAtro)
according to Hansen and Koroleff (1999). DOC samples
were analysed using the high-temperature catalytic oxida-
tion method on a Shimadzu TOC-V analyzer according
to Wurl and Min Sin (2009). The method was calibrated
against deep-sea reference material provided by the
University of Miami. DON/DOP samples were pressure-
cooked with Oxisolv (MERCK) and once oxidized, both
organic nitrogen and phosphorus were measured as
nitrate and phosphate according to Hansen and Koroleff
(1999). DON/DOP concentrations were obtained by sub-
tracting the respective inorganic nutrient concentrations.

Samples for particulate organic carbon (POC), nitrogen
(PON) and phosphorus (POP) were filtered at low vacuum
(200 mbar) onto pre-combusted (450 °C, 6 hrs) GF/F fil-
ters and stored at −20 °C until analysis. Filters for POC/
PON were fumed with hydrochloric acid (37% HCl) for
2 hrs to remove all inorganic carbon and subsequently
dried overnight at 60 °C. Samples were analysed with a
EuroEA analyzer according to Sharp (1974). POP filters
were pressure-cooked for 30min with Oxisolv (Merck)
and POP oxidized to orthophosphate, which was mea-
sured photometrically according to Hansen and Koroleff
(1999). Samples for particulate biogenic silica (BSi) were
filtered at low vacuum (200 mbar) onto cellulose acetate fil-
ters and stored at −20 °C until analysis. Samples were
cooked in a NaOH solution for 2 hrs and 15min at ~85 °C
to extract all biogenic silica into solution and then analysed
as silicate according to Hansen and Koroleff (1999).

Initial POM values were calculated by averaging con-
centrations of all treatments on the first 2 days of the
experiment (±standard deviation). Build-up of POM was
calculated by subtracting the average of the first 2 days
(once target pCO2 levels were established) from measure-
ments at each experimental day. In most cases, maximum
POM build-up was observed after nutrient depletion and
maximum levels lasted for more than 2 experimental days.

Phytoplankton composition analysis

Phytoplankton species composition was analysed by pig-
ment analysis [high-pressure liquid chromatography

(HPLC)], size categorization by flow cytometry and
Utermöhl microscopy. HPLC samples were filtered onto
pre-combusted (450°C, 6 hrs) GF/F filters and stored at
−80 °C until extraction. Photosynthetic pigments were
separated via HPLC with 100% acetone (HPLC grade)
according to the method of Van Heukelem and Thomas
(2001). Phytoplankton composition was calculated with
the programme CHEMTAX (Mackey et al., 1996)
which estimates taxon-specific contributions to total
Chlorophyll a (Chl a) according to the presence and
amounts of marker pigments.
Samples for flow cytometry were fixed with 25% glutar-

aldehyde (0.1% v/v final concentration) and immediately
frozen at −80 °C until analysis. Samples were thawed for
10min and mixed gently before measuring with an Accuri
C6 flow cytometer (BD Biosciences). Autotrophic organ-
isms were detected by their red fluorescence (fluorescence
channel FL3). Using forward scatter as an indicator, three
size classes were determined. Group I represented the
smallest phytoplankton, approximately in the pico size
range (<2 μm). Groups II and III represented phytoplank-
ton approximately in the nano (2–20 μm) and micro size
class (>20 μm), respectively. The contribution of each
group to total Chl a fluorescence was calculated by multi-
plying the cell abundance within a gate and its corre-
sponding average red fluorescence (fluorescence channel
FL3).
Phytoplankton larger than 2 μm were counted using

the inverted microscopy method according to Utermöhl
(1958) on six different occasions during the experiment
(Collet, 2013), 4 sampling days from the beginning of
the experiment until maximum Chl a and 2 sampling
days during the decline of the bloom. In order to pro-
vide a comparison to the counts obtained with the flow
cytometer, diatoms were grouped according to size.
Group II from the microscopy counts included diatoms
<20 μm in size such as Skeletonema costatum and small
Chaetoceros sp (~5 μm), while Group III included diatoms
>20 μm such as Thalassionema nitzschioides, Thalassiosira

sp, Nitzschia longissima, Navicula transitans, Fragilaria sp,
Guinardia sp and Chaetoceros sp (>20 μm).

RESULTS

CO2 manipulation and initial experimental
conditions

Averaged target pCO2 levels (first 2 sampling days after
CO2 manipulation, ±standard deviation) in the High
CO2 and Greenhouse treatments (1020 ± 45 and 990 ±
60 μatm pCO2, respectively) were established within the
first 3 days of the experiment and remained relatively
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examined the combined influence of both drivers on a
natural autumn Baltic Sea plankton assemblage.

Phytoplankton community composition and
shifts in size

A phytoplankton bloom, dominated by diatoms (98% of
total Chl a), developed in our experiments under all
treatment conditions (Fig. 6). The chain-forming diatom
S. costatum typically dominates spring blooms in the Kiel
Bight (Wasmund et al., 2008) and was also the most
abundant species under all treatment conditions during
our experiments (60–70% of diatom abundance). There
is significant evidence from the field showing that over
the past 50 years, diatom abundance positively corre-
lated with warming and increasing wind conditions in
the North Sea (Hinder et al., 2012). Phytoplankton bio-
mass almost doubled over the past century with diatoms

contributing to up to 80% of the carbon biomass during
spring blooms in the Kiel Bight, the same region of the
present study (Wasmund et al., 2008). Both of these stud-
ies also reported increasing abundances of Skeletonema spp,
the dominating group on our experiments. However, in
our experiments we observed a shift towards larger dia-
tom species (mainly Thalassiosira sp and Nitzschia longissima,
Table II) in the Greenhouse treatment. Due to experi-
mental constraints we did not include a “warming only”
treatment in our design. Thus, we could not disentangle
the influence of warming and acidification individually
on this phytoplankton community. Nonetheless, in the
following section we will discuss whether the individual
or the combined effect of both stressors could have dri-
ven the shift in phytoplankton size in the Greenhouse
treatment of our experiments.

The shift towards larger diatom species was somewhat
contrary to previous studies which reported that warming

Table II: Summary of microscopic counts of diatom species for Groups II and III. Mean abundances
represent the average of the duplicates on the specific experiment day ±standard deviation.

Experiment day 1 11 16 17 19 31 44

Group II (mean abundance ± SD)
Chaetoceros sp ~5 μm

Control 6 ± 5 39 ± 18 37 ± 23 37 ± 18 8 ± 5 5 ± 1
High CO2 4 ± 3 28 ± 3 16 ± 1 28 ± 11 11 ± 9
Greenhouse 5 ± 4 25 ± 18 15 ± 5 14 ± 1 2 ± 1

Skeletonema costatum
Control 2 ± 1 67 ± 30 1032 ± 1013 5686 ± 1727 2245 ± 1282 3989 ± 1474 682 ± 453
High CO2 1 ± 0.5 106 ± 22 1487 ± 60 2430 ± 309 3019 ± 2659 1929 ± 357 25 ± 1
Greenhouse 1 ± 0.5 349 ± 109 2393 ± 670 3456 ± 2410 2833 ± 511 516 ± 124

Group III (mean abundance ± SD)
Chaetoceros sp > 20 μm

Control 62 ± 9 94 ± 27 73 ± 23 106 ± 29 66 ± 14
High CO2 10 ± 7 57 ± 15 72 ± 11 107 ± 16 72 ± 51 34 ± 19
Greenhouse 19 ± 1 115 ± 15 95 ± 23 74 ± 21 35 ± 11

Thalassiosira sp
Control 28 ± 3 305 ± 156 730 ± 50 657 ± 153 695 ± 56 383 ± 89
High CO2 42 ± 4 440 ± 41 960 ± 23 784 ± 149 655 ± 357 398 ± 69
Greenhouse 1 ± 1 119 ± 38 1054 ± 80 1022 ± 257 1061 ± 283 1116 ± 357 174 ± 101

Thalassionema nitzschioides
Control 3 ± 1 12 ± 9 12 ± 1 23 ± 7 25 ± 5
High CO2 18 ± 8 18 ± 2 13 ± 1 5 ± 2
Greenhouse 7 ± 4 45 ± 20 37 ± 5 41 ± 22 33 ± 17

Nitzschia longissima
Control 6 ± 1 15 ± 4 28 ± 5 18 ± 1 24 ± 4 34 ± 18
High CO2 4 ± 1 23 ± 2 31 ± 3 23 ± 6 37 ± 10 27 ± 9
Greenhouse 44 ± 4 271 ± 98 289 ± 23 393 335 ± 27 148 ± 141

Navicula transitans
Control 3 ± 1 15 ± 3 26 ± 17 49 ± 3 73 ± 11 22 ± 2
High CO2 7 ± 4 13 ± 11 39 ± 20 55 ± 28 85 ± 21 6 ± 3
Greenhouse 11 ± 2 26 ± 8 32 ± 3 38 ± 16 24 ± 6

Fragilaria sp
Control 4 ± 3 38 ± 27 71 ± 20 57 ± 5 57 ± 6 18 ± 9
High CO2 15 ± 11 43 ± 36 47 ± 17 17 ± 15 1 ± 1
Greenhouse 13 ± 7 42 ± 23 33 ± 3 38 ± 28 23 ± 6

Guinardia sp
Control 2 ± 1 94 ± 18 179 ± 63 203 ± 116 277 ± 71 318 ± 133
High CO2 6 ± 4 145 ± 69 421 ± 186 69 ± 49 868 ± 90 324 ± 74
Greenhouse 12 ± 1 140 ± 35 178 ± 6 115 ± 81 105 ± 51 4 ± 1



S. SETT ET AL. j SHIFT TOWARDS LARGER DIATOMS IN A NATURAL PHYTOPLANKTON ASSEMBLAGE



alone generally decreased abundances of large diatom
species, reduced cell size and benefited smaller phyto-
plankton (Sommer and Lengfellner, 2008a; Daufresne
et al., 2009; Lewandowska and Sommer, 2010; Morán
et al. 2010). However, the increase of small-sized phyto-
plankton in the latter experiments was mostly associated
with higher grazing rates of zooplankton on larger phyto-
plankton species allowing smaller ones to proliferate
(Keller et al., 1999; O’Connor et al., 2009; Sommer and
Lewandowska, 2010). Furthermore, the addition of adult
copepods in those experiments might have generated a
selective grazing pressure on larger phytoplankton since
both copepods and ciliates in this region have shown
to preferentially feed on larger phytoplankton during
their adult lifetime (Sommer et al., 2002; Sommer and
Lengfellner, 2008b; Aberle et al., 2007).

While physiological studies with single species give
valuable information on tolerance ranges and help us
understand underlying mechanisms for the response of
species to different stressors (Torstensson et al., 2013;
Li et al., 2018), these results cannot be extrapolated to
how a species would respond when being part of a more
complex (mixed) plankton community. During CO2

enrichment experiments with natural phytoplankton
communities, both positive and negative effects of
increasing CO2 were observed on a number of func-
tional groups and species. For instance, small picoeucar-
yotes profited from higher CO2 levels (Yoshimura et al.,
2013; Crawfurd et al., 2017; Schulz et al., 2013, 2017).
The specific mode of carbon concentrating mechanism
(CCM) employed for inorganic carbon acquisition was
speculated to be among the reasons for this response,
relying more on passive diffusion in very small cells.
However, not only relatively small but also relatively
large phytoplankton cells have been found to directly
profit from higher CO2 concentrations. Incubation
experiments with natural Southern Ocean phytoplank-
ton communities showed that large chain-forming
Chaetoceros sp profited at high-CO2 conditions at the
expense of smaller diatoms such as Pseudo nitzschia subcur
vata and Cylindrotheca closterium (Tortell et al., 2008; Feng
et al., 2010). Similarly, Wu et al. (2011) showed that
although increasing CO2 consistently enhanced growth
rates of five different diatom species ranging in size, the
largest enhancement (i.e. 33% compared to 5%) was
observed for the largest species. This was hypothesized
to be related to an alleviation of carbon limitation in lar-
ger cells which have a thicker diffusive boundary layer
compared to smaller cells.

Incubation experiments with natural Bering Sea phyto-
plankton communities revealed either a negative or no
effect of elevated CO2, increased temperature or the
combination of both on diatom cell numbers in

comparison to a control (Hare et al., 2007). A positive
effect of elevated CO2 alone, but not in combination
with increased temperature, was observed in a North
Atlantic community (Feng et al., 2009). In the latter
experiment, however, it is important to note, that nutri-
ent levels applied with silicate to nitrate ratios of about
0.15 are rather disadvantageous for diatom growth, also
indicated by lower diatom biomass towards the end of
the experiment in most incubations compared to the
beginning. Also, a shift towards larger species within the
same functional group (i.e. diatoms), as observed in our
experiment, is not easily detected by looking at overall
abundances. For example, Feng et al. (2009) reported an
increase in overall diatom abundance only in the High
CO2 treatment but the shift towards larger species (i.e.
Pseudo nitzschia to Cylindrotheca ratio) was more pronounced
in the combined treatment (“Greenhouse”), although the
absolute diatom abundances were three times lower than
in the High CO2. Additionally, incubation experiments
with a natural plankton community from the subtropical
North Atlantic showed that if the community was initially
dominated by diatoms, elevated CO2 tended to favour
the larger diatom species (Eggers et al. 2014).

Temporal development of the bloom and
POM dynamics

The temporal development of POM during the nutrient
replete phase of the experiment (Days 1–15) followed
a typical natural diatom-dominated spring bloom exhibit-
ing rapid drawdown of inorganic nutrients and accom-
panied by exponential autotrophic growth (as represented
by Chl a) and biomass build-up of POC, PON, POP,
and BSi. Once inorganic nutrients were exhausted
between Days 15 and 18 (depending on treatment), peak
concentrations in the respective particulate pools were
reached (Fig. 2). During the first part of the experiment
(i.e. exponential growth phase), higher temperature in the
Greenhouse treatment accelerated nutrient uptake and
caused maximum POM concentrations being reached
~2–5 days earlier compared to the Control and the High
CO2 treatments. Such a response (i.e. earlier onset of the
bloom and faster biomass build-up) was consistently
observed in mesocosm experiments investigating warming
(Sommer et al., 2012a) and is most likely due to enhanced
metabolic activities at higher temperature. Even so, a
week or less (2–3 days) acceleration of such phytoplankton
bloom events (i.e. less time from bloom initiation to
bloom peak) in nature would be negligible and does not
seem to be of present concern based on long-term moni-
toring records on spring bloom regions (Wiltshire et al.,
2008).
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Peak concentrations of PON, POP and BSi were
observed 1 day after the respective inorganic nutrients
were depleted with no differences in maximum POM
concentrations between the treatments (Fig. 2 D–F).
Mesocosm experiments investigating the impact of warm-
ing on plankton communities from the Kiel Bight consist-
ently yielded a decrease in phytoplankton biomass with
increasing temperature during spring blooms (Sommer
and Lengfellner 2008; Sommer et al., 2012b) and autumn
blooms (Paul et al., 2015) with only one study showing
the opposite response during a summer bloom (Taucher
et al., 2012). Taucher et al. (2012) suggested that the con-
trasting results were most likely due to differences in the
phytoplankton assemblage. While most of the spring
experiments were dominated by the typical “spring
bloom” species S. costatum, the summer experiment by
Taucher et al. (2012) was dominated by the diatom
Dactyliosolen fragilissimus.

DIC uptake and POC build-up continued for another
5 days after nutrient depletion and thereafter POC con-
centrations remained constant for ~15 days while DIC
concentrations remained low (Fig. 4B–C). Chl a, how-
ever, declined sharply directly afterwards (Fig. 3). These
results are contrasting to previous warming experiments
where POM concentrations were more closely coupled
to Chl a and decreased immediately after peak concen-
trations (Wohlers et al., 2009; Biermann et al., 2014). In
the latter experiments, however, mesozooplankton (i.e.
copepods) was added after initial filling of the meso-
cosms to investigate the influence of warming on grazing
activities. Therefore, phytoplankton growth was top-
down controlled in these experiments and biomass
build-up restricted (Sommer and Lewandowska, 2010;
Lewandowska et al., 2014). The lower grazing pressure
in our experiment favoured fast autotrophic biomass
build-up in all treatments followed by a phase of rela-
tively stable POM concentrations for 10–15 days after
the bloom peak (Fig. 2D, E and F). Relatively stable
POM concentrations after the bloom peak were also
observed in similar experiments with nutrient induced
diatom blooms under low-grazing pressures (Engel et al.,
2002; Wohlers-Zöllner et al., 2011). As in our experi-
ment, post-bloom conditions most likely lead to the
retention of diatom aggregates in the water column
(Smayda and Boleyn, 1966; Sarthou et al., 2005).
Towards the end of the experiment and after the

phase of stable POM concentrations, the loss of POM
in the Greenhouse treatment was about twice as fast as
in the Control and High CO2 treatments. As this loss of
POM did not correspond to an increase in any of the
dissolved matter (both organic and inorganic) pools, fas-
ter degradation at elevated temperature was unlikely the
cause. Thus, two possible mechanisms remain that could

explain these results, either the initiation of aggregation
processes and therefore the earlier sinking/loss of POM
from the water column (Piontek et al., 2009), was driven
by higher temperatures or by the accompanied phyto-
plankton community shift towards larger diatoms.

Diatoms are known to be important organic matter
exporters as they often contribute a high fraction of the
biomass produced during spring blooms (Buesseler,
1998; Sarthou et al., 2005 and references therein). Boyd
and Newton (1995) followed the development of the
spring bloom in 2 consecutive years in the North East
Atlantic and showed that although primary production
was comparable in both years the export of organic car-
bon was more efficient, from the surface to the deep
ocean, when the phytoplankton assemblage was domi-
nated by large diatom species. Thus, the higher abun-
dance of larger diatoms in our experiments could have
been a crucial player in determining faster loss processes
in the Greenhouse treatment. However, while cell-
specific sinking rates between small and large cells might
have been relevant in our 1 m deep tanks, extrapolation
of our results to sinking rates in nature are to be made
cautiously.

CONCLUSION

It was recently suggested that the interactive effects of
environmental drivers, rather than the sum of the indi-
vidual effects, best explained plankton responses in
aquatic ecosystems (Christensen et al., 2006). In our
experiment with a natural phytoplankton assemblage
from a coastal eutrophic ecosystem, we observed that in
the combined ocean acidification and warming treatment
a shift in size towards larger diatoms was favoured. This
shift was not observed in the High CO2 treatment and
while we did not have a warming treatment alone, based
on evidence from similar experiments investigating
warming and CO2 separately, we hypothesize that the
combination of both factors was important for the shift in
size. The potential for warming and CO2 induced
changes in species composition and size distribution dur-
ing bloom events in the future ocean is likely to influence
biogeochemical element cycling with consequences for
CO2 partitioning between ocean and atmosphere.

ACKNOWLEDGEMENTS

We thank Kerstin Nachtigall, Andrea Ludwig, Jana
Meyer and Sebastian Fessler for the assistance during
carbonate chemistry and nutrient analysis. We are also
grateful to student helpers Georg Brandenburger, Yves



S. SETT ET AL. j SHIFT TOWARDS LARGER DIATOMS IN A NATURAL PHYTOPLANKTON ASSEMBLAGE



Trense and Yong Zhang for support on sampling and
Yvonne Collet for the microscopy analysis of phyto-
plankton species composition.

FUNDING

This work was supported by the EU-FP7 project
MESOAQUA (grant agreement no. 228224) and by the
German Federal Ministry of Science and Education
(BMBF) in the framework of the BIOACID II project.

REFERENCES
Aberle, N., Lengfellner, K. and Sommer, U. (2007) Spring bloom suc
cession, grazing impact and herbivore selectivity of ciliate communi
ties in response to winter warming. Oecologia, 150, 668 681. doi:10.
1007/s00442 006 0540 y.

Bach, L. T. (2015) Reconsidering the role of carbonate ion concentra
tion in calcification by marine organisms. Biogeosciences, 12,
4939 4951. doi:10.5194/bg 12 4939 2015.

Bellerby, R. G. J., Schulz, K. G., Riebesell, U., Neill, C., Nondal, G.,
Heegaard, E., Johannessen, T. and Brown, K. R. (2008) Marine
ecosystem community carbon and nutrient uptake stoichiometry
under varying ocean acidification during the PeECE III experiment.
Biogeosciences, 5, 1517 1527. doi:10.5194/bg 5 1517 2008.

Biermann, A., Engel, A. and Riebesell, U. (2014) Changes in organic
matter cycling in a plankton community exposed to warming under
different light intensities. J. Plankton Res., 36, 658 671. doi:10.1093/
plankt/fbu005.

Boyd, P. W. and Brown, C. J. (2015) Modes of interactions between
environmental drivers and marine biota. Front. Mar. Sci., 2, 1 7.
doi:10.3389/fmars.2015.00009.

Boyd, P. and Newton, P. (1995) Evidence of the potential influence of
planktonic community structure on the interannual variability of
particulate organic carbon flux. Deep Sea Res. Part I Oceanogr., 42,
619 639. doi:10.1016/0967 0637(95)00017 Z.

Boyd, P. W., Rynearson, T. A., Armstrong, E. A., Fu, F., Hayashi, K.,
Hu, Z., Hutchins, D. A., Kudela, R. M. et al (2013) Marine phyto
plankton temperature versus growth responses from polar to tropical
waters outcome of a scientific community wide study. PLoS ONE,
8, e63091. doi:10.1371/journal.pone.0063091.

Brock, T. D. (1981) Calculating solar radiation for ecological studies.
Ecol. Modell., 14, 1 19.

Buesseler, K. O. (1998) The decoupling of production and particulate
export in the surface ocean. Global Biogeochem. Cycles, 12, 297 310.

Christensen, M. R., Graham, M. D., Vinebrooke, R. D., Findlay, D. L.,
Paterson, M. J. and Turner, M. A. (2006) Multiple anthropogenic
stressors cause ecological surprises in boreal lakes. Glob. Chang. Biol.,
12, 2316 2322. doi:10.1111/j.1365 2486.2006.01257.x.

Chust, G., Allen, J. I., Bopp, L., Schrum, C., Holt, J., Tsiaras, K.,
Zavatarelli, M., Chifflet, M. et al (2014) Biomass changes and
trophic amplification of plankton in a warmer ocean. Glob. Chang.
Biol., 20, 2124 2139. doi:10.1111/gcb.12562.

Collet, Y. (2013) The combined effects of temperature and carbon
dioxide on coastal phytoplankton communities in the Kiel Fjord
an indoor mesocosm experiment. Universität Trier. Bachelor Thesis.

Crawfurd, K. J., Alvarez Fernandez, S., Mojica, K. D. A., Riebesell, U.
and Brussaard, C. P. D. (2017) Alterations in microbial community
composition with increasing fCO2: a mesocosm study in the eastern
Baltic Sea. Biogeosciences, 14, 3831 3849. doi:10.5194/bg 14 3831
2017.

Czerny, J., Schulz, K. G., Ludwig, A. and Riebesell, U. (2013)
Technical note: a simple method for air sea gas exchange measure
ments in mesocosms and its application in carbon budgeting.
Biogeosciences, 10, 1379 1390. doi:10.5194/bg 10 1379 2013.

Daufresne, M., Lengfellner, K. and Sommer, U. (2009) Global warm
ing benefits the small in aquatic ecosystems. Proc. Natl. Acad. Sci.,
106, 12788 12793.

Dickson, A., Afghan, J. and Anderson, G. (2003) Reference materials
for oceanic CO2 analysis: a method for the certification of total alka
linity. Mar. Chem., 80, 185 197.

Dickson, A. G. and Millero, F. J. (1987) A comparison of the equilib
rium constants for the dissociation of carbonic acid in seawater
media. Deep Res., 34, 1733 1743.

Egge, J. K., Thingstad, T. F., Larsen, A., Engel, A., Wohlers, J.,
Bellerby, R. G. J. and Riebesell, U. (2009) Primary production dur
ing nutrient induced blooms at elevated CO2 concentrations.
Biogeosciences, 6, 877 885. doi:10.5194/bg 6 877 2009.

Eggers, S. L., Lewandowska, A. M., Barcelos E Ramos, J., Blanco
Ameijeiras, S., Gallo, F. and Matthiessen, B. (2014) Community
composition has a greater impact on the functioning of marine
phytoplankton communities than ocean acidification. Glob. Chang.
Biol., 20, 713 723.

Engel, A., Borchard, C., Piontek, J., Schulz, K. G., Riebesell, U. and
Bellerby, R. (2013) CO2 increases 14C primary production in an
Arctic plankton community. Biogeosciences, 10, 1291 1308. doi:10.
5194/bg 10 1291 2013.

Engel, A., Goldthwait, S., Passow, U. and Alldredge, A. (2002)
Temporal decoupling of carbon and nitrogen dynamics in a meso
cosm diatom bloom. Limnol. Oceanogr., 47, 753 761. doi:10.4319/lo.
2002.47.3.0753.

Engel, A., Piontek, J., Grossart, H. P., Riebesell, U., Schulz, K. G.
and Sperling, M. (2014) Impact of CO2 enrichment on organic mat
ter dynamics during nutrient induced coastal phytoplankton blooms.
J Plankton Res., 36, 641 657. doi:10.1093/plankt/fbt125.

Engel, A., Zondervan, I., Beaufort, L., Aerts, K., Benthien, A., Chou,
L., Delille, B., Gattuso, J. P. et al (2005) Testing the direct effect of
CO2 concentration on a bloom of the coccolithophorid Emiliania
huxleyi in mesocosm experiments. Limnol. Oceanogr., 50, 493 507.

Eppley, R. W. (1972) Temperature and phytoplankton growth in the
sea. Fish Bull., 70, 1063 1085.

Feng, Y., Hare, C., Leblanc, K., Rose, J. M., Zahng, Y., DiTullio, G. R.,
Lee, P. A., Wilhelm, S. W. et al (2009) Effects of increased pCO2 and
temperature on the North Atlantic spring bloom. I. The phytoplankton
community and biogeochemical response. Mar. Ecol. Prog. Ser., 388,
13 25. doi:10.3354/meps08133.

Feng, Y., Hare, C. E., Rose, J. M., Handy, S. M., DiTullio, G. R.,
Lee, P. A., Smith, W. O., Peloquin, J. et al (2010) Interactive effects of
iron, irradiance and CO2 on Ross Sea phytoplankton. Deep Sea Res.

Part I Oceanogr. Res. Pap., 57, 368 383. doi:10.1016/j.dsr.2009.10.013.

Field, C., Barros, V., Dokken, D. and Mach, K. (2014) IPCC, 2014:
summary for policymakers. Climate Change 2014: Impacts, Adaptation
and Vulnerability. Contribution of Working Group II to the Fifth Assesment

Report of the Intergovernmental Pannel on Climate Change. Cambridge
University Press, United Kingdom and New York, pp. 1 32.



JOURNAL OF PLANKTON RESEARCH j VOLUME  j NUMBER  j PAGES – j 



Gehlen, M., Gruber, N. and Gangsto, R. (2011) Biogeochemical con
sequences of ocean acidification and feedbacks to the earth system.
In Gattuso, J. and Hansson, L. (eds), Ocean Acidification. Oxford
University Press, pp. 99 121.

Hansen, H. and Koroleff, F. (1999) Determination of nutrients. In
Grasshoff, K., Kremling, K. and Ehrhardt, M. (eds), Methods of

Seawater Analysis, 3rd edn. Wiley VCH, Weinheim, pp. 159 228.

Hare, C., Leblanc, K., DiTullio, G., Kudela, R. M., Zhang, Y.,
Lee, P. A., Riseman, S. and Hutchins, D. A. (2007) Consequences
of increased temperature and CO2 for phytoplankton community
structure in the Bering Sea. Mar. Ecol. Prog. Ser., 352, 9 16. doi:10.
3354/meps07182.

Hein, M. and Sand Jensen, K. (1997) CO2 increases oceanic primary
production. Nature, 384, 526 527.

Hinder, S. L., Hays, G. C., Edwards, M., Roberts, E. C., Walne, A. W.
and Gravenor, M. B. (2012) Changes in marine dinoflagellate and
diatom abundance under climate change. Nat. Clim. Chang., 2,
271 275. doi:10.1038/nclimate1388.

Keller, A., Oviatt, C., Walker, H. and Hawk, J. (1999) Predicted
impacts of elevated temperature on the magnitude of the winter
spring phytoplankton bloom in temperate coastal waters: a meso
cosm study. Limnol. Oceanogr., 44, 344 356. doi:10.4319/lo.1999.44.
2.0344.

Kim, J. M., Lee, K., Shin, K., Yang, E. J., Engel, A., Karl, D. M. and
Kim, H. C. (2011) Shifts in biogenic carbon flow from particulate to
dissolved forms under high carbon dioxide and warm ocean condi
tions. Geophys. Res. Lett., 38, doi:10.1029/2011GL047346.

Kottmeier, D. M., Rokitta, S. D., Tortell, P. D. and Rost, B. (2014)
Strong shift from HCO3 ( ) to CO2 uptake in Emiliania huxleyi
with acidification: new approach unravels acclimation versus short
term pH effects. Photosynth. Res., 121, 265 275. doi:10.1007/
s11120 014 9984 9.

Lassen, M. K., Nielsen, K. D., Richardson, K., Garde, K. and
Schlüter, L. (2010) The effects of temperature increases on a tem
perate phytoplankton community a mesocosm climate change
scenario. J. Exp. Mar. Bio. Ecol., 383, 79 88. doi:10.1016/j.jembe.
2009.10.014.

Lewandowska, A. M., Breithaupt, P., Hillebrand, H., Hoppe, H. G.,
Jürgens, K. and Sommer, U. (2012) Responses of primary product
ivity to increased temperature and phytoplankton diversity. J. Sea.
Res., 72, 87 93. doi:10.1016/j.seares.2011.10.003.

Lewandowska, A. M., Hillebrand, H., Lengfellner, K. and Sommer, U.
(2014) Temperature effects on phytoplankton diversity the zooplank
ton link. J. Sea. Res., 85, 359 364. doi:10.1016/j.seares.2013.07.003.

Lewandowska, A. and Sommer, U. (2010) Climate change and the
spring bloom: a mesocosm study on the influence of light and tem
perature on phytoplankton and mesozooplankton. Mar. Ecol. Prog.

Ser., 405, 101 111. doi:10.3354/meps08520.

Lewis, E. and Wallace, D. (1998) Program developed for CO2 system
calculations [Internet] ORNL/CDIAC 105. OakRidge (Tennessee):
Carbon Dioxide Information Analysis Center.

Li, F., Beardall, J. and Gao, K. (2018) Diatom performance in a future
ocean: interaction between nitrogen limitation, temperature, and
CO2 induced seawater acidification. ICES J. Mar. Sci., doi:10.1093/
icesjms/fsx239.

Mackey, M., Mackey, D., Higgings, H. and Wright, S. (1996)
CHEMTAX a program for estimating class abundances from
chemical markers: application to HPLC measurements of phtyto
plankton. Mar. Ecol. Prog. Ser., 144, 265 283.

Mehrbach, C., Culberson, C. H., Hawley, J. E. and Pytkowicz, R. M.
(1973) Measurement of the apparent dissociation constant of carbonic
acid in seawater at atmospheric pressure. Limnol. Oceanogr., 18, 897 907.

Morán, X. A. G., López Urrutia, Á., Calvo Díaz, A. and Li, W. K.
W. (2010) Increasing importance of small phytoplankton in a
warmer ocean. Glob. Chang. Biol., 16, 1137 1144. doi:10.1111/j.
1365 2486.2009.01960.x.

O’Connor, M. I., Piehler, M. F., Leech, D. M., Anton, A. and Bruno,
J. F. (2009) Warming and resource availability shift food web struc
ture and metabolism. PLoS Biol., 7, e1000178, doi:10.1371/journal.
pbio.1000178.

Paul, C., Matthiessen, B. and Sommer, U. (2015) Warming, but not
enhanced CO2 concentration, quantitatively and qualitatively affects
phytoplankton biomass. Mar. Ecol. Prog. Ser., 528, 39 51. doi:10.
3354/meps11264.

Piontek, J., Händel, N., Langer, G., Wohlers, J., Riebesell, U. and
Engel, A. (2009) Effects of rising temperature on the formation and
microbial degradation of marine diatom aggregates. Aquat. Microb.

Ecol., 54, 305 318. doi:10.3354/ame01273.

Pomeroy, L. and Wiebe, W. (2001) Temperature and substrates as
interactive limiting factors for marine heterotrophic bacteria. Aquat.
Microb. Ecol., 23, 187 204. doi:10.3354/ame023187.

Rees, A. P. (2012) Pressures on the marine environment and the chan
ging climate of ocean biogeochemistry. Philos. Trans A. Math. Phys.

Eng. Sci., 370, 5613 5635. doi:10.1098/rsta.2012.0399.

Riebesell, U. and Gattuso, J. (2015) Lessons learned from ocean acid
ification research. Nat. Clim. Chang., 5, 12 14. doi:10.1038/
nclimate2456.

Riebesell, U., Körtzinger, A. and Oschlies, A. (2009) Sensitivities of
marine carbon fluxes to ocean change. Proc. Natl. Acad. Sci., 106,
20602 20609.

Riebesell, U., Schulz, K. G., Bellerby, R. G. J., Botros, M., Fritsche,
P., Meyerhöfer, M., Neill, C., Nondal, G. et al (2007) Enhanced bio
logical carbon consumption in a high CO2 ocean. Nature, 450,
545 548. doi:10.1038/nature06267.

Riebesell, U. and Tortell, P. (2011) Effects of ocean acidification on
pelagic organisms and ecosystems. In Gattuso, J P. and Hansson, L.
(eds), Ocean Acidification. Oxford, UK: Oxford University Press, pp.
99 116.

Sarthou, G., Timmermans, K. R., Blain, S. and Tréguer, P. (2005)
Growth physiology and fate of diatoms in the ocean: a review.
J. Sea. Res., 53, 25 42. doi:10.1016/j.seares.2004.01.007.

Schippers, P., Lurling, M. and Scheffer, M. (2004) Increase of atmos
pheric CO2 promotes phytoplankton productivity. Ecol. Lett., 7,
446 451. doi:10.1111/j.1461 0248.2004.00597.x.

Schulz, K. G., Bach, L. T., Bellerby, R. G. J., Bermúdez, R.,
Büdenbender, J., Boxhammer, T., Czerny, J., Engel, A. et al (2017)
Phytoplankton blooms at increasing levels of atmospheric carbon
dioxide: experimental evidence for negative effects on prymnesio
phytes and positive on small picoeukaryotes. Front. Mar. Sci., 4,
doi:10.3389/fmars.2017.00064.

Schulz, K. G., Bellerby, R. G. J., Brussaard, C. P. D., Büdenbender,
J., Czerny, J., Engel, A., Fischer, M., Koch Klavsen, S. et al (2013)
Temporal biomass dynamics of an Arctic plankton bloom in
response to increasing levels of atmospheric carbon dioxide.
Biogeosciences, 10, 161 180. doi:10.5194/bg 10 161 2013.

Schulz, K. G. and Riebesell, U. (2013) Diurnal changes in seawater
carbonate chemistry speciation at increasing atmospheric carbon



S. SETT ET AL. j SHIFT TOWARDS LARGER DIATOMS IN A NATURAL PHYTOPLANKTON ASSEMBLAGE



dioxide. Mar. Biol., 160, 1889 1899. doi:10.1007/s00227 012
1965 y.

Sharp, J. H. (1974) Improved analysis for particulate organic carbon
and nitrogen from seawater. Limnol. Oceanogr., 19, 984 989.

Smayda, T. and Boleyn, B. (1966) Experimental observations on the
flotation of marine diatoms. II. Skeletonema costatum and
Rhizosolenia setigera. Limnol. Oceanogr., 11, 18 34.

Sommer, U., Aberle, N., Engel, A., Hansen, T., Lengfellner, K.,
Sandow, M., Wohlers, J., Zöllner, E. et al (2007) An indoor meso
cosm system to study the effect of climate change on the late winter
and spring succession of Baltic Sea phyto and zooplankton.
Oecologia, 150, 655 667. doi:10.1007/s00442 006 0539 4.

Sommer, U., Aberle, N., Lengfellner, K. and Lewandowska, A.
(2012a) The Baltic Sea spring phytoplankton bloom in a changing
climate: an experimental approach. Mar. Biol., 159, 2479 2490.
doi:10.1007/s00227 012 1897 6.

Sommer, U., Adrian, R., Bauer, B. and Winder, M. (2012b) The
response of temperate aquatic ecosystems to global warming: novel
insights from a multidisciplinary project. Mar. Biol., 159,
2367 2377. doi:10.1007/s00227 012 2085 4.

Sommer, U. and Lengfellner, K. (2008a) Climate change and the tim
ing, magnitude, and composition of the phytoplankton spring
bloom. Glob. Chang. Biol., 14, 1199 1208. doi:10.1111/j.1365 2486.
2008.01571.x.

Sommer, U. and Lengfellner, K. (2008b) Climate change and the tim
ing, magnitude, and composition of the phytoplankton spring
bloom. Glob. Chang. Biol., 14, 1199 1208. doi:10.1111/j.1365 2486.
2008.01571.x.

Sommer, U. and Lewandowska, A. (2010) Climate change and the
phytoplankton spring bloom: warming and overwintering zooplank
ton have similar effects on phytoplankton. Glob. Chang. Biol., 17,
154 162. doi:10.1111/j.1365 2486.2010.02182.x.

Sommer, U., Stibor, H., Katechakis, A., Sommer, F. and Hansen, T.
(2002) Pelagic food web configurations at different levels of nutrient
richness and their implications for the ratio fish production: primary
production. Hydrobiologia, 484, 11 20.

Taucher, J., Schulz, K. G., Dittmar, T., Sommer, U., Oschlies, A. and
Riebesell, U. (2012) Enhanced carbon overconsumption in response
to increasing temperatures during a mesocosm experiment.
Biogeosciences, 9, 3531 3545. doi:10.5194/bg 9 3531 2012.

Torstensson, A., Hedblom, M., Andersson, J., Andersson, M. X. and
Wulff, A. (2013) Synergism between elevated pCO2 and tempera
ture on the Antarctic sea ice diatom Nitzschia lecointei.
Biogeosciences, 10, 6391 6401. doi:10.5194/bg 10 6391 2013.

Tortell, P., DiTullio, G., Sigman, D. and Morel, F. (2002) CO2 effects
on taxonomic composition and nutrient utilization in an Equatorial
Pacific phytoplankton assemblage. Mar. Ecol. Prog. Ser., 236, 37 43.
doi:10.3354/meps236037.

Tortell, P. D., Payne, C. D., Li, Y., Trimborn, S., Rost, B., Smith, W.
O., Riesselman, C., Dunbar, R. B. et al (2008) CO2 sensitivity of
Southern Ocean phytoplankton. Geophys. Res. Lett., 35, L04605,
doi:10.1029/2007GL032583.

Utermöhl, H. (1958) Zur Vervollkommnung der quantitativen
Phytoplankton Methodik. Mitt. Int. Ver. Theor. Angew. Limnol., 9,
1 38.

Van Heukelem, L. and Thomas, C. S. (2001) Computer assisted high
performance liquid chromatography method development with
applications to the isolation and analysis of phytoplankton pigments.
J. Chromatogr. A, 910, 31 49.

Wasmund, N., Göbel, J. and Bodungen, B. V. (2008) 100 years
changes in the phytoplankton community of Kiel Bight (Baltic Sea).
J. Mar. Syst., 73, 300 322. doi:10.1016/j.jmarsys.2006.09.009.

Wiltshire, K. H., Malzahn, A. M., Wirtz, K., Greve, W., Janisch, S.,
Mangelsdorf, P., Manly, B. F. J. and Boersma, M. (2008) Resilience
of North Sea phytoplankton spring bloom dynamics: an analysis of
long term data at Helgoland Roads. Limnol. Oceanogr., 53,
1294 1302. doi:10.4319/lo.2008.53.4.1294.

Wohlers, J., Engel, A., Zöllner, E., Breithaupt, P., Jürgens, K., Hoppe,
H. G., Sommer, U. and Riebesell, U. (2009) Changes in biogenic
carbon flow in response to sea surface warming. Proc. Natl. Acad. Sci.
USA, 106, 7067 7072. doi:10.1073/pnas.0812743106.

Wohlers Zöllner, J., Biermann, A., Engel, A., Dörge, P.,
Lewandowska, A. M., von Scheibner, M. and Riebesell, U. (2012)
Effects of rising temperature on pelagic biogeochemistry in meso
cosm systems: a comparative analysis of the AQUASHIFT Kiel
experiments. Mar. Biol., 159, 2503 2518. doi:10.1007/s00227 012
1958 x.

Wohlers Zöllner, J., Breithaupt, P., Walther, K., Jürgens, K. and
Riebesell, U. (2011) Temperature and nutrient stoichiometry inter
actively modulate organic matter cycling in a pelagic algal bacterial
community. Limnol. Oceanogr., 56, 599 610. doi:10.4319/lo.2011.56.
2.0599.

Wu, H., Cockshutt, A. M., McCarthy, A. and Campbell, D. A. (2011)
Distinctive photosystem II photoinactivation and protein dynamics
in marine diatoms. Plant Physiol., 156, 2184 2195. doi:10.1104/pp.
111.178772.

Wurl, O. and Min Sin, T. (2009) Analysis of dissolved and particulate
organic carbon with the HTCO technique. In Wurl, O. (ed.),
Practical Guidelines for the Analysis of Seawater. CRC Press Taylor and
Francis group, Boca Raton, FL, pp. 33 48.

Yoshimura, T., Suzuki, K., Kiyosawa, H., Ono, T., Hattori, H.,
Kuma, K. and Nishioka, J. (2013) Impacts of elevated CO2 on par
ticulate and dissolved organic matter production: microcosm
experiments using iron deficient plankton communities in open sub
arctic waters. J. Oceanogr., 69, 601 618. doi:10.1007/s10872 013
0196 2.



JOURNAL OF PLANKTON RESEARCH j VOLUME  j NUMBER  j PAGES – j 




